
Analytical conditionsR1 volume 72727272 Sub Param.# 39 1     Up Standards settingR2 volume 0   Sub-analy.conditions BLK H 9,999999,999999,999999,99999   Multi-STD  Multi-STD  Multi-STD  Multi-STD Abnml(serum)HR3 volume 24242424 Name CRECRECRECRE Digits 2222 BLK L -9,9999-9,9999-9,9999-9,9999 Abnml(serum)LR4 volume 0 M-wave. L. 545545545545 STD H 9,999999,999999,999999,99999 Abnml(urine)HR1 diluent volume 0 S-wave. L. ************ STD L -9,9999-9,9999-9,9999-9,9999 Abnml(urine)LR2 diluent volume 0 Analy.mthd EPAEPAEPAEPA FV 0,000000,000000,000000,00000 Normal value setR3 diluent volume 0 Calc.mthd STDSTDSTDSTDR4 diluent volume 0 Qualit.judg Not do Caliculation method setting    * Reaction rate methodSerum reac.s.vol 16161616  Real-time correct. form. M-DET.P.l 0000 S-DET.P.p 44444444 CycleSerum dil. method StandStandStandStand   Reanalysis conditions M-DET.P.m 97979797 S-DET.P.r 45454545 FactorSerum dil.s.vol 30303030 Serum reac. smp. vol (u) 16 M-DET.P.n 98989898 Reac.typSerum dil. volume 120120120120 Serum dilut.method (u) Special Check D.P.I 0000 E2 correSerum dil. Posit 0000 Serum dil. smp. vol (u) 10 Limit value 0,0030,0030,0030,003 Blank (u)  Urine set Serum diluent vol (u) 90 Variance 10101010 Blank (d)Reaction time 10 min Serum diluent posi (u) 0   * Prozone Sample (u)Reagent 1 stir Weak Serum reac. smp. vol (d) 3 Prozone form. None Sample (d)Reagent 2 stir Weak Serum dilut.method (d) None Prozone limit 9,999Reagent 3 stir Weak Serum dil. smp. vol (d) 0 Prozone judge Upper limit    * Endpoint methodReagent 4 stir Weak Serum diluent vol (d) 0 Judge limit 9,999 Re.absorb (u)Serum diluent posi (d) 0 M-DET.P.m 0 S-DET.P.p 0 Re.absorb (d)M-DET.P.n 0 S-DET.P.r 0Urine set H IMA settingCalib. Curve info.calc. Mthd.Axis conv.FormulaPoints Item Analysis Conditions (Urine) Multi-Standards setting  Urine reac. S. vol 16 Formula Logit Log 3 Axis conv. Points 6  Urine dil. Method Special  Urine dil. Smp. Vol 2 FV Dil. Method       Diluent vol Dilueent posi  Urine diluent vol 148 BLK  Urine diluen. Posi       C- 0 12345 Reanalysis Conditions (Urine)Reanalysis conditions setting 3,00  Variance (*) None  Absorbance (U) 0  Absorbance (D) 0  Absobance limit (u) 3,00  Absobance limit (d) None  Cell blank (N)  Abnormal v.limit (H)  Abnormal v.limit (L)   Urine diluent posi (d)  Normal val. Limit (h)  Normal val. Limit (l)  Reagent shortage ® Notes:  Overflow (/) * Data entered by the user  Safety (s) Dilution of the method  Prozone (P)  Effect. Nbr.o.pnts (n)  Calibration ©  Reanalysis ® A mark exist. No rerunA mark exist. No rerunA mark exist. No rerunA mark exist. No rerunA mark exist. No rerunA mark exist. No rerunA mark exist. To be rerun. (U condition)   Urine diluent vol (d)A mark exist. No rerunA mark exist. No rerunA mark exist. No rerunA mark exist. No rerunA mark exist. No rerun   Urine reac. Smp. Vol (d)A mark exist. No rerun   Urine dilut. Method (d)A mark exist. No rerun   Urine dil. Smp. Vol. (d)A mark exist. No rerun   Urine dilut.method (u)A mark exist. No rerun   Urine dil. Smp. Vol (u)A mark exist. No rerun   Urine diluent posi (u)  Urine reac. Smp. Vol (u)
Dil. Smp. vol      STD-L       STD-L1-point1-point1-point1-pointNo conv.No conv.No conv.No conv.LinearLinearLinearLinear2222 No convert

-9,9999,9999-9,9999,9999-9,999Rerun.cond.
Qualit.set 33Dec.Not do9,9999
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